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Figure 1. RNA Pseudoknot Architecture
(A) Linear arrangement of base-pairing elements within an H-type RNA pseudoknot. Base
pairing is indicated with dashed lines.
(B) Formation of initial hairpin within pseudoknot sequence. Base pairings from loop to bases
outside the hairpin are indicated with dashed lines.
(C) Classic H-type pseudoknot fold.
(D) Three-stemmed RNA pseudoknot fold from SARS-CoV.
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Model for misfolding of tRNA. A, Native secondary structure
of E. coli tRNAGlu. B, Proposed misfolded secondary structure.
Non-native base pairs are formed between nucleotides in
the D loop and the TψC loops, disrupting the corresponding
stems. The model is based on data and interpretations in ref.
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